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Supplementary Figure 1. (A - B) Effect of 460 nm LED blue light exposure treatment on growth
performance in ducks. (C) Effect of 460 nm LED blue light exposure treatment on organ index in
ducks. (D - E) Effect of 460 nm LED blue light exposure treatment on the relative length and weight

of the intestine.



Intercepts: RY(cum) = (0, 0.88), Q%(cum) = (0, -0.44)
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Intercepts: R?Y(cum) = (0, 0.91), Q%(cum) = (0, -0.5)
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Supplementary Figure 2. (A) Permutation test of OPLS-DA model showing the stability of the
model (n = 6). (B) Heatmaps represent the differential metabolites identified between the blue light

exposure group vs the white light exposure group (n = 6).



N B N W

| | | | | i | | | '

g_Bacteroides

es_barmesiae

s_eactetoides_caprocola [N

s_Mediterranea_massiliensis

Cladogram {15 Colextibacter massilensis

H © s_Tidjanibaéter_massiliensis

i s_Bacteroifes massiliensis

: f_Atopobiaceae 5_Olsenella_sp_Marseillg_P3256

: 0_ Coriobacteriales : : : o_Bamesiella
. ¢__Coriobacteriia

: f_Bacteroidaceae

{_Bamesiellaceae

1 f_Marinifilaceae . :

: f_Rikenellaceae : s ' Oscillibacter sp Marseillé P3260

f

armesiellaceae

hodosgirillales

Tmaoengo

!s_Alistipes_onderdo
f_Tannerellaceae

f_Lachnospiraceae

j: o_Rhodospirillales

k: f_Desulfovibrionaceae

I: o__Desulfovibrionales

m: ¢__Deltaprotecbacteria

Ta

g_Olsenella

¥_Atopobiaceae

g_Anaérostipes

s_ Bacteroides salyersiag

g_Heldemania
5_Alistipes_shahi
s_Bacteraides_gggerthii
s_Phascolarctobacterium faccium
s_Faecalibactefium_praisnitzil
s_Clostridiales_bacterium_60_7e
s_Bacteroides taccae
s_Blautia_hydrdgenotrophica
s_Bacteroides_dorei |
q_unidentified_Erysipelgtrichaceae
g_ Acetanaerobacteriumy

a_Bilophila

p_Proteobacterja
s_Clostridium_sp
c_Deltaproteobacteria !

f_Desuffovibrionaceae

o_Desilfavibrignales :
s_Clostridium_sp_Marseille_P3244
o_ Lactinoclostridium :
s_Parabacteroides_merdae
g_Parabacteroities
f_Tannerellacede
s_Bacteraides_aniformis
f_Lachnospiraceae
f_Rikeneliacesd

g_Alistipes

s_ Bacteroides_goprophilus
1 [l I

| | 1 1 | 1
—6.0-48-36-24-1200 1.2 24 36 48 6.0
LDA SCORE (log 10)

Supplementary Figure 3. LDA Effect Size analysis of microbial communities in the cecum from
white light exposure groups and blue light exposure (n=6).



